ensemble_analyzed_05.ps

Chi-2 frequency distributions ensemble_analyzed (20 models)

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

3 6 9 12 GLU 1 cv .444 GLU 3 cv .381 HIS 5 cv .813 ASN 6 cv .486

3 6 9 12 GLN 7 cv .445 LEU 8 cv .071 GLU 9 cv .015 ILE 10 cv .068

3 6 9 12 LYS 11 cv .101 PHE 12 cv .321 ARG 13 cv .337 LEU 14 cv .191

3 6 9 12 ASP 16 cv .333 ASP 19 cv .564 ILE 20 cv .008 LYS 23 cv .493

3 6 9 12 PHE 25 cv .000 ASP 27 cv .373 LEU 34 cv .007 LYS 35 cv .400

3 6 9 12 GLU 36 cv .092 ILE 39 cv .437 GLU 41 cv .368 TRP 42 cv .029

3 6 9 12 ARG 44 cv .155 GLU 45 cv .136 LYS 46 cv .647 GLU 47 cv .448

3 6 9 12 ASN 48 cv .463 LYS 51 cv .255 LYS 54 cv .295 GLU 55 cv .255

3 6 9 12 LYS 57 cv .505 LEU 58 cv .007 ILE 59 cv .290 LYS 63 cv .492

0 60 120 180 240 300 0 3 6 9 12 LEU 65 cv .487

0 60 120 180 240 300

GLU 66 cv .653

0 60 120 180 240 300

ASN 67 cv .687

0 60 120 180 240 300 360

LYS 69 cv .365

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

ensemble_analyzed_05.ps

Chi-2 frequency distributions ensemble_analyzed (20 models)

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

3 6 9 12 LYS 72 cv .128 ASP 73 cv .225 TYR 74 cv .613 ARG 75 cv .799

3 6 9 12 ASN 80 cv .404 LEU 81 cv .208 MET 88 cv .545 HIS 89 cv .564

3 6 9 12 ILE 91 cv .770 ILE 92 cv .607 GLN 93 cv .227

0 60 120 180 240 300 360

GLU 98 cv .402

0 60 120 180 240 300 0 3 6 9 12 LYS 99 cv .249

0 60 120 180 240 300

GLU 100 cv .300

0 60 120 180 240 300 360

LYS 101 cv .351

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried