refined_1_10.ps

Distorted geometry

refined_1

PROCHECK

Page 1

Main-chain bond lengths

Leu 15

N CA

1.458 1.406

.052

Tyr 24

N CA

1.458 1.397

.061

Ser 37

N CA

1.458 1.403

.055

His 40

CA C

1.525 1.467

.058

Bonds differing by > .05A from small-molecule values. Values shown: "ideal", difference, actual

Planar groups

His 40

.097 CB

Sidechains with RMS dist. from planarity > .03A for rings, or > .02A otherwise. Value shown is RMS dist.