refined_17_10.ps

Distorted geometry

refined_17

PROCHECK

Page 1

Main-chain bond lengths

Leu 17 - His 18

C N 1.329 1.272

.057

Phe 26

N CA

1.458 1.401

.057

Glu 41

CA C

1.525 1.465

.060

Glu 41 - Ile 42

C N 1.329 1.248

.081

Ile 42

N CA

1.458 1.406

.052

Ile 42 - Val 43

C N 1.329 1.278

.051

Arg 52 - Phe 53

C N 1.329 1.259

.070

Val 90

CA CB

1.540 1.600

.060

Glu 109 - Lys 110

C N 1.329 1.278

.051

Met 111 - Ala 112

C N 1.329 1.270

.059

Gly 128

CA C

1.516 1.464

.052

Glu 129

N CA

1.458 1.393

.065

Glu 129 - Trp 130

C N 1.329 1.262

.067

Phe 132

N CA

1.458 1.407

.051

Ser 166

N CA

1.458 1.407

.051

Bonds differing by > .05A from small-molecule values. Values shown: "ideal", difference, actual